Polymorphisms in the vascular endothelial growth factor (VEGF) gene associated with asthma.
It has been proven that vascular endothelial growth factor (VEGF) is involved in airway restoration and the development of asthma. We sought to examine the relevance of VEGF gene polymorphisms to asthma in the Chinese Han population. We extracted the whole genomic DNA from the peripheral blood of 471 participants, including 226 patients with asthma and 245 healthy controls. Seven single nucleotide polymorphisms (SNPs) of the VEGF gene were genotyped using the MassARRAY system. The data were then analyzed using HaploView 4.0 and SPSS 20.0 softwares. When comparing the asthma and control groups, significant differences were found in the genotype frequencies of rs3025020 and rs3025039 (P = 0.001 and P = 0.011, respectively). The T alleles in rs3025020 and rs3025039 were significantly more prevalent in the asthma group than in controls (P = 0.0003, P = 0.001, respectively). Furthermore, a strong linkage disequilibrium was observed in three blocks (block1-3). In block3, the asthma group had a significantly lower C-C haplotype frequency of haplotype 1 (P = 0.000015), a higher T-C haplotype frequency of haplotype 2 (P = 0.020), and a significantly higher C-T haplotype frequency of haplotype 3 (P = 0.001). The rs3025020 genotype showed no correlation with the clinical phenotype that may cause asthma. The VEGF SNPs rs3025020 and rs3025039 may be associated with the development of asthma, indicating the role of VEGF in asthma.